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Sustainability Plans 
Where does the data go when Common Fund support ends?
 

Data sets are proving 
sufficiently useful that other 
entities are taking them up 

 Housed at NCBI (NIH) 

 NIH ICs or other entities 

take over database 


 Data uploaded to cloud 

server (NIH Data 

Commons)
 



    
 

 

  
    

   
   

 

HMP data sets: Centralized at the DACC and
 
incorporated into other databases
 

HMP-DACC
 

In FY16, the DACC recorded 
121,000 user sessions, 66% 
of whom were new users. 

(20% of these sessions had 
dwell times of 10-30 mins) 

Ribosomal Database Project 



 
 

 
 

  
 

  
 

 

 
 

  
  

  

Tracking Research Outputs from 

HMP Data Sets
 

Create a library of 
papers that mention 
HMP or that cite the 

main HMP 
consortium 
publications 

Remove papers that 
acknowledge funding 

from HMP grants 

Manually curate 
remaining papers to 

determine which used 
the HMP datasets in 

their study 

(107 papers as of Oct 2016)
 



  

 
  

   

   
 

   
   

   
 

PubChem
 
A component of the Molecular Libraries program
 

Dec. 19, 2016 

 Averages between 2 and 10 
million page views per day 

 1.5 million unique interactive 
users per month 

 Integrated into key scientific 
web-based resource sites 
(PubMed, MeSH, ChemIDplus, 
FDA, NIST, USTPO, DrugBank, 
GSK, IBM, Nature, Sigma-
Aldrich, etc.) 



Genotype-Tissue Expression 
Data sets to study relationship between 
genetic variation and gene expression 

GTEx Portal Users 
Registered Unique # different 

users
 users countries 

9,210 48,454 >90 
~8000 unique visitors/month; ~53% 400 

academic & ~25% Biotech/Pharma 300 

200 

dbGaP users 
Oct. '15 - v6 
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 Use of GTEx Data 


Publications using GTEx Data 
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Roadmap Epigenomics Program
 

Developed 111 reference epigenomes from a variety of human 
cells and tissues 



      

   

Reference Epigenomes Data Usage
 
Browser Visits
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 Approximately 12M visitors in 1 year alone; data combined across multiple CF-
supported browsers 

 Data now accessed mostly through ENCODE and IHEC 



 

Using Reference Epigenome Maps
 
Research Areas of Publications
 

Using Roadmap Epigenomics Data
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Thank you!
 

Questions?
 



 

  

   
  

  

 
 

 

 

 
 

  
 

 
 

 

  

 
 

 
 

  

 

    

Current Common Fund Programs (FY17)
 

4D Nucleome 

Glycoscience Single 
Cell 

Analysis 
Enhancing the Diversity 

of the NIH-Funded 
Workforce 

Regenerative 
Medicine 
Program 

Human 
Microbiome 

Protein 
Capture 

Pioneer Awards 
New Innovator Awards 
Transformative  Research Awards 
Early Independence Awards 

Genotype-
Tissue 

Expression Library of 
Integrated Network-Based 

Cellular Signatures 
(LINCS) 

Science of 
Behavior 
Change 

Global 
Health 

Knockout 
Mouse 

Phenotyping 

Big Data to 
Knowledge 

(BD2K) 

HCS Research 
Collaboratory 

High-Risk 
Research Common Fund 

Health 
Economics 

Epigenomics 

Undiagnosed 
Diseases 
Network 

Extracellular RNA 
Communication 

Strengthening 
the 

Biomedical Research 
Workforce 

Stimulating Peripheral 
Activity to Relieve 
Conditions (SPARC) 

Illuminating the 
Druggable Genome 

Gabriella Miller 
Kids First 

Molecular Transducers 
of Physical Activity 

Metabolomics All of Us 
Research 
Program 

Long Term Trans-NIH 

= currently have or are developing data sets 

Program 
www.commonfund.nih.gov 

www.commonfund.nih.gov
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