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The All of Us Research Program Mission 
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Status of the All of Us Research Program (as of September 5, 2023) 
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52.2%

17.3%

6.9%

White
Black, African American, or African

Hispanic, Latino, or Spanish

Asian

More than one race/ethnicity

Other 1.0%

Prefer not to say 1.7%

Middle Eastern/North African 0.5%

Native Hawaiian/Pacific Islander 0.1%

16.0%

3.2%
Participant Enrollment
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Data Collected and Value Returned to All of Us Participants

Participant Surveys

Physical Measurements

Biosamples

Mobile/Wearable Tech

Consent and Electronic 
Health Records

Participants can choose to receive:

• Genetic information

• Survey data (comparative)

• Electronic health records data

• Ongoing study updates

• Aggregate results

• Scientific findings

• Opportunities to be contacted for additional 
research opportunities 

Return of Value for Participants
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Genomic Return of Results (as of September 5, 2023)

Hereditary Disease Risk Medicine and Your DNA
Variants in 59 genes associated with 
serious health conditions that have 

treatment or prevention options 

7 genes that can affect how your 
body metabolizes medicines

60,930 participants viewed 
HDR results

57,960 participants viewed 
PGx results

Genetic Ancestry and Traits
Genetic ancestry details for 7 regions, 

and information on 4 genetic traits

Over 134,520 participants viewed 
their genetic ancestry and/or traits

Launched December 2022
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Researcher Data Access 

Public Tier
(Available Now)

Summary Statistics Aggregate Counts

Registered Tier
(Available Now)

Surveys, EHRs, Physical Measurements, shifted dates
Exceeds HIPAA Safe Harbor Standards

Controlled Tier
(Available Now)

No obvious PII. Genomics, real dates, eventually 
Clinical Narrative data, and more

Data Browser
databrowser.researchallofus.org
(public, no login required)

Researcher 
Workbench
ResearchAllofUs.org/Apply/

Future Ancillary Studies
Could recontact participants, use biospecimens, 
issue new surveys or DHT, enroll in clinical trials

3/2022

Individual Biospecimen and 
Participant Data

(Available in the Future)

Data 
Curation

Raw Data 
Repository

Data
Harmonization

Privacy 
Methodology 

QA/QC 

5/2020

5/2019

12/2022



7

Nearly 250,000 Genome Sequences Available to Advance Precision Medicine

11,350+
Structural Variants

337,500+
Physical
Measurements

312,900+
Genotyping
Arrays

287,000+
Electronic Health
Records

413,350+
Survey
Responses

245,350+
Whole Genome
Sequences

15,600+
Fitbit
Records

1,000+
Long-Read 
Sequences

As of April 20, 2023, the All of Us Researcher Workbench contains the 
largest set of whole genome sequences widely available for research.

NEW! Sleep DataNEW! In 2023NEW! In 2023
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Researcher Workbench Usage and Diversity (data as of September 5, 2023) 

6,777+ 
Active 
Projects

220+ 
Publications
using All of Us
data

Top Conditions 
Studied

Cardiovascular disease, 
Hypertension, Mental 
Health, Cancer, Diabetes

6,775+ 
Registered 
Researchers

577+ 
Organizations
39 Historically Black 
Colleges & Universities 
54 Hispanic Serving 
Institutions

● Creating a diverse researcher cohort that 
promotes responsible and ethical use of data, 
returns value to participant communities, and 
accelerates research impact. 

● Encouraging student assemblies and early-
stage investigators to bring fresh, creative 
perspectives & innovative research outcomes.

● Ensuring access for researchers from various 
institutions / organizations to establish a truly 
equitable resource for all. 

Over 72% of our researchers are underrepresented 
in the biomedical workforce - including over 27% 

diverse by race and ethnicity

Baylor’s UBR Faculty Summit

Publications
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Examples of the Scientific Impact of All of Us

researchallofus.org/publications/ 

https://researchallofus.org/publications/


10

Funding Opportunities with the All of Us Research Program and NIH

Working with the Institutes, Centers, and Offices, the 
plan is to fund 21 applications for this Small Grants 

Program – 14 R03s and 10 R21s

Small Grants to Enhance the Use of the All 
of Us Research Program’s Data

Applications being considered for funding (FY23)

R03s: to analyze data in the All of Us Researcher 
Workbench, using standard tools and methods.

R21s: to develop new methods, models, and tools and use 
them to analyze data in the Researcher Workbench.

Active Funding Opportunities

All of Us Engagement, Communications, and Enrollment 
Partnerships (OTA-22-006) - Rolling White Paper Deadlines

NHGRI Investigator-Initiated Research in Genomics and 
Health Equity (R01 RFA-HG-23-017) - November 8, 2023 
Deadline

New Investigators to Promote Workforce Diversity in 
Genomics, Bioinformatics, or Bioengineering and 
Biomedical Imaging Research (R01 RFA-HG-21-041) -
February 22, 2024 Deadline

Learn More 
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My First Genome-Wide Association Study that Discovered Something New: 
The Genetic Basis of Primary Hypothyroidism (2011)

Am J Hum Genet. 2011;89:529-42

● 5 sites worked together to find 
autoimmune hypothyroidism in 
EHRs

● Discovered novel genetic factors

● Took ~2.5 years and ~40 people

Analyses can 
be performed 
using extant 

data
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You Can Build this Algorithm in the All of Us Cohort Builder!

masked

Anav Babbar, in preparation



13

Primary Hypothyroidism in All of Us

Cases (n=3,796)

Controls (n=22,169)

Anav Babbar, in preparation
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All of Us Advisory Panel Members

Scout, PhD, MA

Aaron Abend, M.B.A. Naomi Allen, D.Phil., 
MSc, BSc

Russ B. Altman, MD, 
PhD

Wendy K. Chung, 
MD, PhD

James Lu, MD, PhD Gary W. Miller, PhD Elizabeth O. Ofili, MD, 
MPH, FACC

Erica Ramos, MS, CGC

Marylyn DeRiggi 
Ritchie, PhD

Elizabeth “Beth” 
Rubinstein

Prashant Shah, MS Hannah Valantine, 
MD, MRCP

Roberto Vargas, MD, 
MPH

Karen Wall, EdD, MA Xiaobin Wang, MD, 
MPH, ScD

Lovell Jones, PhD

Chris O’Donnell, 
MD, MPH

New Member

Dontal Johnson, MD

New Member

Jesus Ramirez-Valles, 
PhD, MPH

New Member

John Molina, MD, 
JD, LHD

New Member

Participant 
Ambassador

Participant 
Ambassador

Past Council of Councils 
Representative

Learn More

https://allofus.nih.gov/about/who-we-are/scout-phd-ma
https://allofus.nih.gov/about/who-we-are/aaron-abend-mba
https://allofus.nih.gov/about/who-we-are/naomi-allen-dphil-msc-bsc
https://allofus.nih.gov/about/who-we-are/russ-b-altman-md-phd
https://allofus.nih.gov/about/who-we-are/wendy-k-chung-md-phd
https://allofus.nih.gov/about/who-we-are/james-lu-md-phd
https://allofus.nih.gov/about/who-we-are/gary-w-miller-phd
https://allofus.nih.gov/about/who-we-are/elizabeth-o-ofili-md-mph-facc
https://allofus.nih.gov/about/who-we-are/erica-ramos-ms-cgc
https://allofus.nih.gov/about/who-we-are/marylyn-deriggi-ritchie-phd
https://allofus.nih.gov/about/who-we-are/elizabeth-beth-rubinstein
https://allofus.nih.gov/about/who-we-are/prashant-shah-ms
https://allofus.nih.gov/about/who-we-are/hannah-valantine-md-mrcp
https://allofus.nih.gov/about/who-we-are/roberto-vargas-md-mph
https://allofus.nih.gov/about/who-we-are/karen-wall-edd-ma
https://allofus.nih.gov/about/who-we-are/xiaobin-wang-md-mph-scd
https://allofus.nih.gov/about/who-we-are/lovell-jones-phd


15

The Future of All of Us

Pediatrics Ancillary Studies

Incorporating complex questions 
about how genomic, environmental, 

and social interactions influence 
human health 

Environmental 
Data

Physical 
Measurements

Behavior 
and 

Surveys
EHRs

Biospecimens

Wearables

Genomics

More Genomics in late 2024
● About 400,000 whole

genome sequences
● About 1,500 long read

whole genome sequences

More Digital Health Technology
● Wearable data from

diverse participants

Collecting New Data
● Life Functioning Survey
● Mental Health and

Wellbeing Surveys
● Exploring the Mind

cognitive and behavioral
tasks

Learn More about the Data



Thank you to our 699,000+ participants!

AllofUs.NIH.gov

JoinAllofUs.org

ResearchAllofUs.org Thank you!
@AllofUsResearch

@AllofUsCEO
#JoinAllofUs

https://allofus.nih.gov/
https://www.joinallofus.org/
https://researchallofus.org/
https://twitter.com/AllofUsResearch?ref_src=twsrc%5Egoogle%7Ctwcamp%5Eserp%7Ctwgr%5Eauthor
https://twitter.com/i/flow/login?redirect_after_login=%2FAllofUsCEO
https://twitter.com/i/flow/login?redirect_after_login=%2FJoinAllofUs
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